905
wild type, isolated from wheat rhizosphere (Wang et al., 2007) 
Bacillus subtilis
NCIB 3610 Biofilm forming strain of B. subtilis (Branda et al., 2001) Plasmids Details Reference/Source 831-bp spo0A fragment PCR products amplified from B. cereus 905 using the primers spo0A-F-C and spo0A-R-C cloned into the pGFP78 plasmid This study p78calY1 594-bp calY1 fragment PCR products amplified from B. cereus 905 using the primers calY1-F-C and calY1-R-C cloned into the pGFP78 plasmid This study p78calY2 588-bp calY2 fragment PCR products amplified from B. cereus 905 using the primers calY2-F-C and calY2-R-C cloned into the pGFP78plasmid
This study p78sipW 570-bp sipW fragment PCR products amplified from B. cereus 905 using the primers sipW-F-C and sipW-R-C cloned into the pGFP78plasmid
This study p78sinI 135-bp sinI fragment PCR products amplified from B. cereus 905 using the primers sinI-F-C and sinI-R-C cloned into the pHY78plasmid
This study
Supplemental Table 2 . Oligonucleotide primers used in this study. B. subtilis 3610 was grown in the indicated growth media for 24h at 37°C in a 96-well plate before photographing pellicle formation.
Target gene Primer name Primer sequence (5ʹ′-3ʹ′) Km
R Km_F CGCGGATCCTCCGTCGATACTATGTTATACG Km_R AACTGCAGTATGGACAGTTGCGGATGTAC spo0A spo0A-Up-F GCTCTAGAACTCCACAAAAAGACAACGGTG spo0A-Up-R CGCGGATCCTTCTCCGACATGTGTATCCTTC spo0A-Dn-F AACTGCAGCCATGTCAAAAGCAAAACCTAC spo0A-Dn-R CCGCTCGAGGATGCCTTTCCTACTAAAATCC spo0A-F GAAGATCTACTCCACAAAAAGACAACGGTG spo0A-R CGACGCGTGCCGTTCCTTCATCATTTAATA spo0A-F-C GCTCTAGAAACAATTCATGTAGCCTAGAAG spo0A-R-C CCCAAGCTTCAGCATACATCGGTTTTACTAA sipW sipW-Up-F GCTCTAGAAATGGCTATGATTACGAAGGGTG sipW-Up-R CGCGGATCCATCGCGTTGCTAATTATCTTCC sipW-Dn-F AACTGCAGATTGACGGAGAAAAGAAAGATA sipW-Dn-R CCGCTCGAGTTATGTTTCTCAGATTGCTCTT sipW-F GAAGATCTATGGCTATGATTACGAAGGGTG sipW-R CGACGCGTTTATGTTTCTCAGATTGCTCTT sipW-F-C GCTCTAGAAAGGAGGAACTACTATGAAATTAATATGGAAGATAATTAGC sipW-R-C CCCAAGCTTCTAGACGGATTGTTCTACTTTT sinI sinI-Up-F GCTCTAGAAAGGAACATTTGCATTCTTTAGC sinI-Up-R CGCGGATCCATAGGTTTGTTCTTTTTAACGA sinI-Dn-F AACTGCAGTACAAATGTAATTCCTCCCTA sinI-Dn-R AACTGCAGTTATCTAATTTTTCTTTCGTG sinI-F CATGCCATGGAGGAACATTTGCATTCTTTAGC sinI-R CGACGCGTCTAATTTTTCTTTCGTGTCTGC sinI-F-C CCCAAGCTTAAGGAGGAACTACTTTGTACAAAGATAAGACAGACG sinI-R-C CCCAAGCTTCTATTGAGCCTGACTGGAT calY1 calY1-Up-F GCTCTAGAAGTATGGCAACAAGGGCGTGAGA calY1-Up-R CGCGGATCCCCCAATGCTGCTGATGCAACTC calY1-Dn-F AACTGCAGCAACCAAGAAGCTGGGGAAGAA calY1-Dn-R CCGCTCGAGCTGGGCTCGTAGCTGTTTTATT calY1-F GAAGATCTGTATGGCAACAAGGGCGTGAGA calY1-R CGACGCGTCTGGGCTCGTAGCTGTTTTATT calY1-F-C GCTCTAGAGCTAGGGGGAATTGATTGTGAG calY1-R-C CCCAAGCTTGCTTACAACCAGCACTTCTTTT calY2 calY2-Up-F GCTCTAGAAATCATAAAGGAATACATCGTGG calY2-Up-R CGCGGATCCGCTCCTAATACTGCTGATGTAATA calY2-Dn-F AACTGCAGTTGATGCACAACAAACAGCAGG calY2-Dn-R CCGCTCGAGTTCTAGCTTTTTCTGTTCTTCC calY2-F GAAGATCTATCATAAAGGAATACATCGTGG calY2-R CGACGCGTTTCTAGCTTTTTCTGTTCTTCC calY2-F-C GCTCTAGACGTTTGGTTATACTTTCCGTTT calY2-R-C CCCAAGCTTTAGAAAAAGGGCTATCCATGTG
